. This suggested that the region upstream of the canonical was significantly solubilized with alkaline (pH 9.0) 1% sodium cholate ( Figure 1C ). Since MUPP1 solubility was QTXV sequence may be important for stronger binding and specificity, allowing SynGAP to preferentially bind similar to the solubility of the NMDAR complex (Lau et al., 1996) , we reasoned that it might be a component of one PDZ domain among the many that are present. We tested this possibility in competition experiments. this complex. In fact, the NR1 subunit of NMDA receptor and PSD-95, a component of the NMDAR complex (KorFragments of the SynGAP C terminus were translated in vitro and tested for their potency in inhibiting the nau et al., 1995), specifically coimmunoprecipitated with MUPP1 ( Figure 1D ). This coimmunoprecipitation was interaction of in vitro-translated full-length MUPP1 and SynGAP. Fusion proteins containing SynGAP (C terminal blocked when MUPP1 antibodies were preabsorbed with specific antigens (data not shown).
33, 49, and 75 amino acids) did not inhibit the MUPP1-SynGAP interaction in vitro, and only the fragment conThe NMDAR complex contains numerous structural AMPA receptor trafficking.
p38 MAPK activity in cultured hippocampal neurons was measured kHz. AMPA receptor-mediated EPSCs were analyzed with MiniAnalysis software (Synaptosoft, Inc. Decatur, GA). by immunofluorescent staining of neurons using antibodies that specifically recognized the active (phosphorylated) forms of ERK and p38 MAPK as described (Krapivinsky et al., 2003) .
Statistical Analysis All population data were expressed as the mean Ϯ SEM. The Student's t test was employed to examine the statistical significance SynGAP In Vivo Phosphorylation Assay of the differences between groups of data. Culture media was replaced with prewarmed, O 2 /CO 2 -saturated phosphorylation media containing phosphate-free MEM (ICN) sup
